transcriptase, oligo(dT), 1.5 mM DTT, 10 mM dNTPs, reverse transcription assay buffer.
126
Subsequently second strand synthesis was performed on Light Cycler LC480 platform using OsALMT was analyzed using Light Cycler 480 software release 1.5.0 version 1.5.0.39.
134
Normalization of the data was performed with the reference gene ubiquitin. suggests plant metabolism is enhanced and could ultimately lead to plant growth promotion.
267
The increase in MA levels in roots could be one possible reason for the enhanced growth of 
